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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CDCl16 8881 BC010875 NM_003903
About the gene

Official Symbol CDCl16

Previous Symbol -

Official Full Name | cell division cycle 16

Synonyms APC6; ANAPC6; CUT9
Location 13q34

Gene Type protein-coding gene

Uniprot ID Q13042

Pathway/Library Cell Cycle Pathway Genes Library

This gene encodes a component protein of the APC complex, which is composed of eight proteins and
functions as a protein ubiquitin ligase. The APC complex is a cyclin degradation system that governs exit
from mitosis. Each component protein of the APC complex is highly conserved among eukaryotic
organisms. This protein and two other APC complex proteins, CDC23 and CDC27, contain a
tetratricopeptide repeat (TPR), a protein domain that may be involved in protein-protein interaction.
Multiple alternatively spliced variants, encoding the same protein, have been identified.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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